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Academics and Education
e Qualified ICAR-NET (Agricultural Statistics and Informatics), 2015
e M.Sc. (Bioinformatics) from ICAR-Indian Agricultural Research Institute, New Delhi.
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silico interactions with Avr-Pi54 protein. M.Sc. Thesis, ICAR-Indian Agricultural
Research Institute, New Delhi.
e Qualified ICAR-AIEEA PG, 2011.
e B.Sc. (Agri) Hons. from Bidhan Chandra Krishi Viswavidyalaya (Mohanpur, WB), (2007-
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e Ph.D. (Bioinformatics) from ICAR-Indian Agricultural Research Institute, New Delhi.
Sarkar, C. (2022). A study on Gene Regulatory Network for Rice Blast Disease. Ph.D.
Thesis, ICAR-Indian Agricultural Research Institute, New Delhi.

Research projects

Title of the Project Funding Details | Duration Remarks
An Ensemble approach for integration of gene | 1.5 Lakh by 2020-2021 | Completed
. .| University
regulatory network (GRN) and protein-protein research

interaction (PPI) network based on Machine learning | assistance.
technique.

Inferring dynamic Gene Regulatory Network (GRN) [ 0.75 Lakh by 2021-2022 | Ongoing
University
research

assistance.

using Support Vector Machine (SVM).
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